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Abstract

Nucleic acid contamination is a common problem in PCR laboratories. Finding an effective method to prevent and remove nucleic
acid contamination is very significant for the normal operation of PCR laboratories and the reliability of detection results. In this
paper, the effects of several different scavenger on the removal of nucleic acid contamination in PCR laboratory were compared
and analyzed. The results showed that: compared with 75% alcohol and 3% hydrogen peroxide disinfectant, nucleic acid scavenger
has obvious inhibitory effect on PCR reaction and can effectively degrade nucleic acid. After nucleic acid scavenger treatment,
the amount of nucleic acid remaining on the surface of the instrument and the experimental bench is obviously reduced. Under the
premise of maintaining the cleaning effect, 84 disinfectant has corrosion effect on the surface of stainless steel, carbon steel, copper
and aluminum, and nucleic acid scavenger has almost no corrosion on the surface of the above materials.
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