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Abstract

To investigate the genes responsible for lignin biosynthesis in Emei strawberry stems, we searched the transcriptome database of
Emei strawberry for the rate-limiting enzyme gene (cinnamoyl CoA reductase) in the lignin biosynthesis pathway. We utilized
bioinformatics software DNAMAN, as well as online programs such as MEME and SOPMA, to predict the biological characteristics
of cinnamoyl CoA reductase. Our findings revealed the presence of three cinnamoyl CoA reductase genes with complete open reading
frames in Emei strawberries, sharing a sequence similarity of 76.82%. These genes were found to possess substrate binding and
catalytic sites, and showed higher similarity with dihydroflavonol reductase and cinnamyl alcohol dehydrogenase in protein tertiary
structure, suggesting their potential for catalytic activity and involvement in the lignification process of Emei strawberry stems.
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